Analysis of latent CHIKV dynamics models with general incidence rate and time delays.
In this paper, we study the stability analysis of latent Chikungunya virus (CHIKV) dynamics models. The incidence rate between the CHIKV and the uninfected monocytes is modelled by a general nonlinear function which satisfies a set of conditions. The model is incorporated by intracellular discrete or distributed time delays. Using the method of Lyapunov function, we established the global stability of the steady states of the models. The theoretical results are confirmed by numerical simulations.